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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/211 , 7 55B 



DATE: 02/26/2002 
TIME: 09:13:19 



Input Set : A:\54002D_seqlist.ST25.txt 
Output Set: N:\CRF3\02262002\I211755B.raw 



3 <110> APPLICANT: Kenneth A. Jones, Thomas M. Laz, Beth Borowsky 
5 <12 0> TITLE OF INVENTION: DNA Encoding a GABABR2 Polypeptide And Us 
7 <130> FILE REFERENCE: 1795/54002-D 
9 <140> CURRENT APPLICATION NUMBER: 09/211 ,755B 
10 <141> CURRENT FILING DATE: 1998-12-15 

12 <150> PRIOR APPLICATION NUMBER: 09/186,664 

13 <151> PRIOR FILING DATE: 1998-11-04 
15 <160> NUMBER OF SEQ ID NOS : 56 

17 <170> SOFTWARE: Patentln version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 3244 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <4 0 0> SEQUENCE: 1 

25 tgacctcggg gcaggtcctg gtgcagagcg tcgccaagga cgccgagagg gaggcgggat 
27 tgcccagaca tccttcagcg aagtgcatgt gtgtttgtaa accatcgttg gctgtcggga 
29 gaccgcgagg accggtccag gctgcggcgg agtcgagggc gagggagagg ccgcgtgagt 
31 gagcagagtc cagagccgtg cgcccccaga actgcgcgtc cgccccgtgc acccccgcgc 
33 gccatgccca gttgccccgc gcgctctgct acgggcccgc tctccatcat gggcctcatg 
35 ccgctcacca aggaggtggc caagggcagc atcgggcgcg gtgtgctccc cgccgtggaa 
37 ctggccatcg agcagatccg caacgagtca ctcctgcgcc cctacttcct cgacctgcgg 
39 ctctatgaca cggagtgcga caacgcaaaa gggttgaaag ccttctacga tgcgataaaa 
41 tacgggccga accacttgat ggtgtttgga ggcgtctgtc catccgtcac atccatcatt 
4 3 gcagagtccc tccaaggctg gaatctggtg cagctttctt ttgctgcaac cacgcctgtt 
4 5 ctagccgata agaaaaaata cccttatttc tttcggaccg tcccatcaga caatgcggtg 
47 aatccagcca ttctgaagtt gctcaagcac taccagtgga agcgcgtggg cacgctgacg 
49 caagacgttc agaggttctc tgaggtgcgg aatgacctga ctggagttct gtatggcgag 
51 gacattgaga tttcagacac cgagagcttc tccaacgatc cctgtaccag tgtcaaaaag 
53 ctgaagggga atgatgtgcg gatcatcctt ggccagtttg accagaatat ggcagcaaaa 
55 gtgttctgtt gtgcatacga ggagaacatg tatggtagta aatatcagtg gatcattccg 
57 ggctggtacg agccttcttg gtgggagcag gtgcacacgg aagccaactc atcccgctgc 
59 ctccggaaga atctgcttgc tgccatggag ggctacattg gcgtggattt cgagcccctg 
61 agctccaagc agatcaagac catctcagga aagactccac agcagtatga gagagagtac 
63 aacaacaagc ggtcaggcgt ggggcccagc aagttccacg ggtacgccta cgatggcatc 
6 5 tgggtcatcg ccaagacact gcagagggcc atggagacac tgcatgccag cagccggcac 
67 cagcggatcc aggacttcaa ctacacggac cacacgctgg gcaggatcat cctcaatgcc 
69 atgaacgaga ccaacttctt cggggtcacg ggtcaagttg tattccggaa tggggagaga 
71 atggggacca ttaaatttac tcaatttcaa gacagcaggg aggtgaaggt gggagagtac 
73 aacgctgtgg ccgacacact ggagatcatc aatgacacca tcaggttcca aggatccgaa 
75 ccaccaaaag acaagaccat catcctggag cagctgcgga agatctccct acctctctac 
77 agcatcctct ctgccctcac catcctcggg atgatcatgg ccagtgcttt tctcttcttc 
79 aacatcaaga accggaatca gaagctcata aagatgtcga gtccatacat gaacaacctt 
81 atcatccttg gagggatgct ttcctatgct tccatatttc tctttggcct tgatggatcc 



es Thereof 
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RAW SEQUENCE LISTING DATE: 02/2 6/2002 

PATENT APPLICATION: US/09/211 , 7 55B TIME: 09:13:19 

Input Set : A:\54002D_seqlist.ST25.txt 
Output Set: N:\CRF3\02262002\I211755B.xaw 

83 tttgtctctg aaaagacctt tgaaacactt tgcaccgtca ggacctggat tctcaccgtg 1800 

85 ggctacacga ccgcttttgg ggccatgttt gcaaagacct ggagagtcca cgccatcttc 1860 

87 aaaaatgtga aaatgaagaa gaagatcatc aaggaccaga aactgcttgt gatcgtgggg 1920 

89 ggcatgctgc tgatcgacct gtgtatcctg atctgctggc aggctgtgga ccccctgcga 1980 

91 aggacagtgg agaagtacag catggagccg gacccagcag gacgggatat ctccatccgc 2040 

93 cctctcctgg agcactgtga gaacacccat atgaccatct ggcttggcat cgtctatgcc 2100 

95 tacaagggac ttctcatgtt gttcggttgt ttcttagctt gggagacccg caacgtcagc 2160 

97 atccccgcac tcaacgacag caagtacatc gggatgagtg tctacaacgt ggggatcatg 2220 

99 tgcatcatcg gggccgctgt ctccttcctg acccgggacc agcccaatgt gcagttctgc 2280 

101 atcgtggctc tggtcatcat cttctgcagc accatcaccc tctgcctggt attcgtgccg 2340 

103 aagctcatca ccctgagaac aaacccagat gcagcaacgc agaacaggcg attccagttc 2400 

105 actcagaatc agaagaaaga agattctaaa acgtccacct cggtcaccag tgtgaaccaa 2460 

107 gccagcacat cccgcctgga gggcctacag tcagaaaacc atcgcctgcg aatgaagatc 2520 

109 acagagctgg ataaagactt ggaagaggtc accatgcagc tgcaggacac accagaaaag 2580 

111 accacctaca ttaaacagaa ccactaccaa gagctcaatg acatcctcaa cctgggaaac 2640 

113 ttcactgaga gcacagatgg aggaaaggcc attttaaaaa atcacctcga tcaaaatccc 2700 

115 cagctacagt ggaacacaac agagccctct cgaacatgca aagatcctat agaagatata 2760 

117 aactctccag aacacatcca gcgtcggctg tccctccagc tccccatcct ccaccacgcc 2820 

119 tacctcccat ccatcggagg cgtggacgcc agctgtgtca gcccctgcgt cagccccacc 2880 

121 gccagccccc gccacagaca tgtgccaccc tccttccgag tcatggtctc gggcctgtaa 2940 

123 gggtgggagg cctgggcccg gggcctcccc cgtgacagaa ccacactggg cagaggggtc 3000 

125 tgctgcagaa acactgtcgg ctctggctgc ggagaagctg ggcaccatgg ctggcctctc 3060 

127 aggaccactc ggatggcact caggtggaca ggacggggca gggggagact tggcacctga 312 0 

129 cctcgagcct tatttgtgaa gtccttattt cttcacaaag aagaggaacg gaaatgggac 3180 

131 gtcttcctta acatctgcaa acaaggaggc gctgggatat caaacttgca aaaaaaaaaa 3240 

133 aaaa 3244 

136 <210> SEQ ID NO: 2 

137 <211> LENGTH: 898 

138 <212> TYPE: PRT 

139 <213> ORGANISM: HUMAN; 
141 <4 00> SEQUENCE: 2 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/211, 755B TIME: 09:13:19 



Input Set : A:\54002D_seqlist.ST25.txt 
Output Set: N:\CRF3\02262002\I211755B.raw 

179 Lys Leu Leu Lys His Tyr Gin Trp Lys Arg Val Gly Thr Leu Thr Gin 

180 145 150 155 160 

183 Asp Val Gin Arg Phe Ser Glu Val Arg Asn Asp Leu Thr Gly Val Leu 

184 165 170 175 

187 Tyr Gly Glu Asp He Glu He Ser Asp Thr Glu Ser Phe Ser Asn Asp 

188 180 185 190 

191 Pro Cys Thr Ser Val Lys Lys Leu Lys Gly Asn Asp Val Arg He He 

192 195 200 205 

195 Leu Gly Gin Phe Asp Gin Asn Met Ala Ala Lys Val Phe Cys Cys Ala 

196 210 215 220 

199 Tyr Glu Glu Asn Met Tyr Gly Ser Lys Tyr Gin Trp He He Pro Gly 

200 225 230 235 240 

203 Trp Tyr Glu Pro Ser Trp Trp Glu Gin Val His Thr Glu Ala Asn Ser 

204 245 250 255 

207 Ser Arg Cys Leu Arg Lys Asn Leu Leu Ala Ala Met Glu Gly Tyr He 

208 260 265 270 

211 Gly Val Asp Phe Glu Pro Leu Ser Ser Lys Gin He Lys Thr He Ser 

212 275 280 285 

215 Gly Lys Thr Pro Gin Gin Tyr Glu Arg Glu Tyr Asn Asn Lys Arg Ser 

216 290 295 300 

219 Gly Val Gly Pro Ser Lys Phe His Gly Tyr Ala Tyr Asp Gly He Trp 

220 305 310 315 320 

223 Val He Ala Lys Thr Leu Gin Arg Ala Met Glu Thr Leu His Ala Ser 

224 325 330 335 

227 Ser Arg His Gin Arg He Gin Asp Phe Asn Tyr Thr Asp His Thr Leu 

228 340 345 350 

231 Gly Arg He He Leu Asn Ala Met Asn Glu Thr Asn Phe Phe Gly Val 

232 355 360 365 

235 Thr Gly Gin Val Val Phe Arg Asn Gly Glu Arg Met Gly Thr He Lys 

236 370 375 380 

239 Phe Thr Gin Phe Gin Asp Ser Arg Glu Val Lys Val Gly Glu Tyr Asn 

240 385 390 395 400 

243 Ala Val Ala Asp Thr Leu Glu He He Asn Asp Thr He Arg Phe Gin 

244 405 410 415 

247 Gly Ser Glu Pro Pro Lys Asp Lys Thr He He Leu Glu Gin Leu Arg 

248 420 425 430 

2 51 Lys He Ser Leu Pro Leu Tyr Ser He Leu Ser Ala Leu Thr He Leu 
252 435 440 445 

2 55 Gly Met He Met Ala Ser Ala Phe Leu Phe Phe Asn He Lys Asn Arg 
256 450 455 460 

2 59 Asn Gin Lys Leu He Lys Met Ser Ser Pro Tyr Met Asn Asn Leu He 
260 465 470 475 480 

263 He Leu Gly Gly Met Leu Ser Tyr Ala Ser He Phe Leu Phe Gly Leu 

264 485 490 495 

267 Asp Gly Ser Phe Val Ser Glu Lys Thr Phe Glu Thr Leu Cys Thr Val 

268 500 505 510 

2 71 Arg Thr Trp He Leu Thr Val Gly Tyr Thr Thr Ala Phe Gly Ala Met 

272 515 520 525 

275 Phe Ala Lys Thr Trp Arg Val His Ala He Phe Lys Asn Val Lys Met 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/211, 755B TIME: 09:13:19 

Input Set : A: \54002D_seqlist . ST25 . txt 
Output Set: N:\CRF3\02262002\I211755B.raw 

276 530 535 540 

279 Lys Lys Lys lie He Lys Asp Gin Lys Leu Leu Val He Val Gly Gly 

280 545 550 555 560 

283 Met Leu Leu He Asp Leu Cys He Leu He Cys Trp Gin Ala Val Asp 

284 565 ' 570 575 

287 Pro Leu Arg Arg Thr Val Glu Lys Tyr Ser Met Glu Pro Asp Pro Ala 

288 580 585 590 

291 Gly Arg Asp He Ser He Arg Pro Leu Leu Glu His Cys Glu Asn Thr 

292 595 600 605 

295 His Met Thr He Trp Leu Gly He Val Tyr Ala Tyr Lys Gly Leu Leu 

296 610 615 620 

299 Met Leu Phe Gly Cys Phe Leu Ala Trp Glu Thr Arg Asn Val Ser He 

300 625 630 635 640 

303 Pro Ala Leu Asn Asp Ser Lys Tyr He Gly Met Ser Val Tyr Asn Val 

304 645 650 655 

307 Gly He Met Cys He He Gly Ala Ala Val Ser Phe Leu Thr Arg Asp 

308 660 665 670 

311 Gin Pro Asn Val Gin Phe Cys He Val Ala Leu Val He He Phe Cys 

312 675 680 685 

315 Ser Thr He Thr Leu Cys Leu Val Phe Val Pro Lys Leu He Thr Leu 

316 690 695 700 

319 Arg Thr Asn Pro Asp Ala Ala Thr Gin Asn Arg Arg Phe Gin Phe Thr 

320 705 710 715 720 
32 3 Gin Asn Gin Lys Lys Glu Asp Ser Lys Thr Ser Thr Ser Val Thr Ser 
324 725 730 735 

327 Val Asn Gin Ala Ser Thr Ser Arg Leu Glu Gly Leu Gin Ser Glu Asn 

328 740 745 750 

3 31 His Arg Leu Arg Met Lys He Thr Glu Leu Asp Lys Asp Leu Glu Glu 
332 755 760 765 

335 Val Thr Met Gin Leu Gin Asp Thr Pro Glu Lys Thr Thr Tyr He Lys 

336 770 775 780 

339 Gin Asn His Tyr Gin Glu Leu Asn Asp He Leu Asn Leu Gly Asn Phe 

340 785 790 795 800 
34 3 Thr Glu Ser Thr Asp Gly Gly Lys Ala He Leu Lys Asn His Leu Asp 
344 805 810 815 

347 Gin Asn Pro Gin Leu Gin Trp Asn Thr Thr Glu Pro Ser Arg Thr Cys 

348 820 825 830 

351 Lys Asp Pro He Glu Asp He Asn Ser Pro Glu His He Gin Arg Arg 

352 835 840 845 

355 Leu Ser Leu Gin Leu Pro He Leu His His Ala Tyr Leu Pro Ser He 

356 850 855 860 

359 Gly Gly Val Asp Ala Ser Cys Val Ser Pro Cys Val Ser Pro Thr Ala 

360 865 870 875 880 

363 Ser Pro Arg His Arg His Val Pro Pro Ser Phe Arg Val Met Val Ser 

364 885 890 895 
367 Gly Leu 

371 <210> SEQ ID NO: 3 

372 <211> LENGTH: 2823 

373 <212> TYPE: DNA 
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RAW SEQUENCE LISTING DATE: 02/26/2002 

PATENT APPLICATION: US/09/211, 755B TIME: 09:13:19 



Input Set : A:\54002D_seqlist.ST25.txt 
Output Set: N:\CRF3\02262002\I211755B.raw 

374 <213> ORGANISM: Rattus sp . 

376 <400> SEQUENCE: 3 

377 atggcttccc cgccgagctc cgggcagccc cggccgccgc cgccgccgcc gccgcccgcg 60 
379 cgcctgctgc tgcccctgct gctgtcgctg ctgctgtggt tggcgcccgg ggcctggggc 120 
381 tggacgcggg gcgccccccg gccgccgccc agcagcccgc cgctctccat catgggcctc 180 
383 atgccgctca ccaaggaggt ggccaagggc agcatcgggc gcggcgtgct ccccgccgtg 240 
385 gagctagcca tcgagcagat ccgcaacgag tcactcctgc gcccctactt cctggacctg 300 
387 cgactctatg acaccgagtg tgacaatgca aagggactga aagccttcta tgacgcaata 360 
389 aagtatgggc cgaaccattt gatggtgttt ggaggcgtct gtccgtctgt cacatctatt 420 
391 atcgcggagt ccctccaagg ctggaatctg gtgcagcttt ccttcgccgc caccacgcct 4 80 
393 gttcttgcgg ataagaagaa gtacccgtat ttcttccgga cggtgccgtc agacaacgcg 540 
395 gtgaaccccg ccatcctgaa gctcctgaag cacttccgct ggcggcgtgt gggcacactc 600 
397 acgcaggacg tgcagcgctt ctccgaggtg aggaatgacc tgactggggt tctgtatggg 660 
399 gaagatattg agatctcaga cacagagagt ttctccaatg atccctgcac cagcgtcaaa 720 
401 aagctcaagg ggaatgacgt gcggatcatc cttggccagt ttgaccagaa tatggcagca 780 
403 aaagtcttct gttgtgcctt cgaggagagc atgtttggca gcaagtacca gtggatcatc 840 
405 ccgggatggt acgagcctgc gtggtgggag caggtgcatg tggaggccaa ttcctcacgc 900 
407 tgcctgcgca gaagcctcct ggctgccatg gaaggttaca tcggagtgga ctttgagccc 960 
409 ctgagctcca aacaaatcaa gaccatctca gggaagactc cacagcagta tgaaagagag 1020 
411 tacaacagca aacgttcagg cgtggggccc agcaagttcc atgggtacgc ctacgatggg 1080 
413 atctgggtca tcgccaagac cctacagagg gccatggaga cactgcatgc cagtagcagg 1140 
415 caccagcgga tccaggactt caactacaca gaccacacgc tgggcaaaat catcctcaat 1200 
417 gccatgaacg agaccaactt cttcggggtc acgggtcaag ttgtgttccg gaacggggag 1260 
419 agaatgggaa ccattaaatt tactcaattt caagacagca gagaggtgaa ggtcggcgaa 1320 
421 tacaacgcgg tggctgacac actggagatc atcaatgaca ccataaggtt ccaggggtcc 1380 
423 gagccaccca aggacaagac catcattctg gagcagcttc ggaagatctc gcttccactg 1440 
425 tatagcatcc tgtccgctct caccatcctc ggcatgatca tggccagcgc cttcctcttc 1500 
427 ttcaacatca agaaccggaa ccaaaagctg attaagatgt caagccccta catgaacaac 1560 
429 ctcatcatcc tgggaggaat gctgtcctat gcatccatct tcctctttgg cctcgatggg 1620 
431 tccttcgtct cagaaaagac ctttgaaaca ctctgcacgg tccggacctg gattctcacc 1680 
433 gtgggctaca caactgcctt tggggccatg tttgcaaaga cctggagggt ccatgccatc 1740 
435 ttcaaaaatg tgaagatgaa gaagaagatc atcaaagacc agaagctgct tgtgattgtg 1800 
437 gggggcatgc tgctcatcga cctgtgcatc ctgatctgtt ggcaggctgt ggaccccctg 1860 
439 cggaggacag tagagaggta cagcatggag ccggacccag caggccggga catctccatc 1920 
441 cgcccattgc tggaacactg cgaaaacacc cacatgacca tctggcttgg cattgtctac 1980 
443 gcctacaagg ggctcctcat gctattcggt tgtttcttgg catgggaaac ccgcaatgtg 2040 
445 agcatccctg ccctcaacga cagcaagtac atcggcatga gtgtgtacaa tgtggggatc 2100 
447 atgtgcatca tcggggctgc tgtctccttc ctgacgcgtg accagcccaa cgtgcagttc 2160 
449 tgcatcgtgg ccctggtcat catcttctgc agcaccatca ctctctgcct ggtgtttgtg 2220 
451 ccaaagctca ttactctgag gacaaaccct gacgcagcca ctcagaacag gcggttccag 2280 
453 ttcacacaga accagaagaa agaagattcg aagacctcca cttcagtcac cagcgtgaac 2340 
455 caggcgagca cgtcacgcct ggagggactg cagtcagaaa accaccgcct tcgaatgaag 2400 
457 atcacagagc tggacaaaga cttggaagaa gtcaccatgc agctacaaga cacaccagag 2460 
459 aagaccacat acatcaaaca gaatcactac caagagctca acgacatcct cagcttgggc 2520 
461 aacttcacag agagcacaga tggaggaaag gccattctaa aaaatcacct cgatcaaaac 2580 
463 ccccagctcc agtggaacac gacagagccc tcaagaacat gcaaagaccc catagaagac 2640 
465 atcaactccc cggagcacat ccagcgccgg ctgtcgctcc agctccccat ccttcaccac 2700 
467 gcctacctcc catccatcgg aggcgtggat gccagctgcg tcagcccctg tgtcagccct 2760 
469 accgccagcc ctcgccacag acacgtacca ccctccttcc gagtcatggt ctcgggcctg 2820 
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VERIFICATION SUMMARY DATE: 02/26/2002 

PATENT APPLICATION: US/09/211 , 755B TIME: 09:13:20 
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